Related literature
For the P2 1 /c polymorph of the title compound, see : Wang et al. (2007) 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . Data collection: SMART (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
A second monoclinic polymorph of 4-(2-hydroxy-4-methoxybenzylideneamino)-1,5-dimethyl-2-phenyl-1H-pyrazol-3(2H)-one Z.-F. Zhu, X.-H. Shen and X.-G. Tang
Comment
The crystal structure of the title compound has been previously reported by Wang et al. (2007) in the monoclinic space group P2 1 /c. We report here the structure of the second monoclinic polymorph of the title compound, in the space group C2/c.
In the title molecule (Fig. 1) , the pyrazolone ring makes dihedral angles of 12.2 (2) and 53.7 (2)°, respectively, with the triply substituted C1-C6 benzene ring and the unsubstituted C13-C18 benzene ring; the corresponding values in the P2 1 /c polymorph are 7.5 (2) and 42.6 (2)°. The bond lengths and angles are within normal ranges and comparable with those in related similar compounds (Duan et al., 2006; Jing et al., 2006; Zheng et al., 2006; Sun et al., 2006; Zhang et al., 2007; Wen, 2005) . Intramolecular O-H···N and C-H···O hydrogen bonds (Table 1) are observed in the molecular structure. Colourless single crystals were formed when the solution was evaporated in air for several days.
Refinement
The hydroxyl group is disordered over two positions with refined occupancies of 0.787 (4) and 0.213 (4). H atoms were placed in idealized positions and constrained to ride on their parent atoms, with C-H distances of 0.93-0.96 Å, O-H distance of 0.82 Å, and with U iso (H) set at 1.2U eq (C) and 1.5U eq (O and methyl C). Primary atom site location: structure-invariant direct methods Extinction correction: none 
Special details

